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Figure 1 Usary et al.

Van Esch et al.  2000, HDR Kindreds
  1 = 900kb deletion = Haplo-insufficiency
  2 = 250kb deletion = Haplo-insufficiency
  3 = Deletion in exon 3 = loss of both zinc fingers
  4 = Deletion of 316 to 319 = disruption of 2nd zinc finger
  5 = Nonsense R277X = loss of both zinc fingers

Muroya et al.  2001, HDR Kindreds
1 = nonsense R367X =  disruption of 2nd zinc finger
2 =  insertion and nonsense at 357 = disruption of 2nd zinc finger
3 =  missense W275R =  disruption of 1st zinc finger

BR99-0207 = Mis-slicing
Ull-030 = A insertion

                    -cctctcctctctccccactctcagTCTGCAGCCAGGAGAG ----

--AAGGCTGgtaagttctcgggaagg---------
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Nesbit et al.  2004, HDR Kindreds
 1 = Nonsense E228X = loss of both zinc fingersinger
 2 = Splice acceptor mutation = disruption of 2nd zinc finger
 3 = Deletion in exon 3 = loss of both zinc fingers
 4 = Deletion in exon 6 = disruption of 2nd zinc finger
 5 = Missense C318R = disruption of 2nd zinc finger
 6 = Missense N320K = disruption of 2nd zinc finger
 7 = Nonsense R367X = disruption of 2nd zinc finger


