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Luminal Subtype A
Luminal Subtype B HER2+ Basal-like

Normal Breast-like 

vav 3 oncogene Hs.267659
LPS-responsive vesicle trafficking, beach Hs.62354 
KIAA1243 protein Hs.151076
AD021 protein Hs.323583
cDNA DKFZp434E033 from clone DKFZp434E033 Hs.15740
cDNA DKFZp686F18109 from clone DKFZp686F18109 Hs.376858 
KIAA0876 protein Hs.301011
hypothetical protein FLJ10980 Hs.29716
transducin-like enhancer of split 3 Esp1 homolog Hs.287362
N-acetyltransferase 1 arylamine N-acetyltransferase Hs.155956
N-acetyltransferase 1 arylamine N-acetyltransferase Hs.155956
LIV-1 protein, estrogen regulated Hs.79136
Trefoil factor 3 (intestinal) Hs.82961 
hepatocyte nuclear factor 3, alpha Hs.299867
X-box binding protein 1 Hs.149923
GATA binding protein 3 Hs.169946
GATA binding protein 3 Hs.169946
GATA binding protein 3 Hs.169946
estrogen receptor 1 Hs.1657
rabaptin-5 Hs.250535
protein tyrosine phosphatase type IVA, member 2 Hs.82911
RAS-like, estrogen-regulated, growth-inhibitor Hs.21594
RAS-like, estrogen-regulated, growth-inhibitor Hs.21594
CEGP1 protein Hs.222399
acyl-Coenzyme A dehydrogenase, short/branched chain Hs.81934
fructose-1,6-bisphosphatase 1 Hs.574
hypothetical protein MGC27171 Hs.34492
hydroxysteroid 17-beta dehydrogenase 4 Hs.75441
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relative to median expression


