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Luminal Subtype A

HER2+ Basal-like

Stanford 6
Stanford 35
Norway 75-BE
Norway FU43-BE
Norway 96-AF
Norway 90-BE
Norway 100-BE
Norway 111-BE
Norway 24-BE
Norway 104-BE
Norway H4-T1
Norway H3
Norway FU41-BE

Normal

%
j*

Norway FU29-BE
Norway FU08-BE
Norway 12-BE

Stanford A
Norway FU26-BE

Norway 14-BE
Norway FU45-BE
Norway 55-BE

Norway FU11-BE
Norway FU20-BE
Norway FU27-BE
Norway FU35-BE
Norway 61-BE

Norway FU18-BE
Norway FU04-BE
Norway 65-2ndT.
Norway FU44-BE
Norway FU30-AF
Norway 57-BE

Stanford 2
Norway FU12-BE

Norway FU23-BE
Norway FU39-BE

Stanford 48

Stanford 14
Norway FU06-BE

Norway 101-BE
Norway 92-BE
Stanford 45
Stanford 44
Norway FU01-BE
Stanford LN46
Norway 41-BE
Stanford 23
New York 2
Norway H5
Norway 81-AF
Norway 63-BE
Norway 21-BE
Norway FU19-BE
New York 3
Norway H2
NormBreast1
NormBreast3
NormBreast2
Benign STF 37
Benign STF 20
Benign STF11
Stanford 17
NorwNormBrst
Norway 112-BE
Norway FU07-BE

Breast-like

relative to median expression

y group box 3 AA056377

nding factor, beta subunit AA167148

duced senescence 1 AA12!
integral membrane protein 2C AA034213
beta-site APP-cleaving enzyme 2 AA4ST119
lipocalin 2 oncogene 24p3 AA4O!
transcriptional ragulator protein 57232
N-myc downstream regulated gene 1 AA486403
ceruloplasmin ferroxidase H86554
moesin R22977
glycine ing; glycine
syndecan 2 heparan sulfate 1, cell surf
FtsJ homolog 3 E. coli T59668

glycine cleavage system protein P N58494
i AA122056

Nomo sapiens yanscribod sequence with weak
nudE nutlear distribution gens E homolog 1 A. ridulans N
hypothetical protein LOC339287 W60310
gelenophosphate synthetase W0692
hypothetical protein FL 120485 AA434411

T60269

zinc finger protein Ye0745
Homo sapiens cDNA FLJ20653 fis, clone KAT01739 AA031989
folylpolyglutamate synthase R44864
radixin AA477165
**PTK? protein tyrosine kinase 7 AA453789
chromosome 22 open reading frame 19 AA700048
hypothetical protein MGC: N91887
enhancer element B67 AAG00217

**Homo sapiens transcribed sequence with moderate similarity to protein ref:NP_060312.1 H.sapiens hypothetical protein FLJ20489 [Homo sapiens] AA489246
H67188

SH3 domain binding glutamic acid-rich protein like 3

small nuclear iboniicieoprotein polypeptide B” AAS21249

pitrilysin metalloproteinase 1 AA44

thymine-DNA glycosylase AALY0S46

echinoderm microtubule associated protein like 4 AA122021
AA150060

kynureninase L-kynurenine hydrolase Harara
keratin 7 AA4859
Al Feall difforent ation protein 2 AA453783
solute carrier family 5 sodium-dependent vitamin transporter, member 6 AA186605
SCAN domain containing 1
testis derived transcript 3 LI domains 52325
hypothetical protein MGC22014 N51529
glucose phosphate isomerase AA401111
d protein with i ide repeats 1 AA157787

anemia, complementation group A AA644129
n regulating molecule 1T46897

84668
inogen activator, urokinase receptor AA147962
activator, urokinase receptor
syndecan 1 AA074511
5100 calcium binding protein A11 calgizzarin AA464731
pyrophospha organic AA608572
hypothetical pro(am LOC150223 AA454833
RO1118
general transcription factor IIF, polypeptide 2, 30kDa AA478656
pyruvate dehydrogenase lipoamide alpha 1765758
zinc finger protein 146 AAS0:
HLA class Il region expressed gene KE2W88772
nuclear ri in A/BW7.

2693
non-metastatic cells 1, protein NM23A expressed in AA644092
proteasome prosome, macropain subunit, beta type, 7 AA489343
LGN protein W92010
Wolf-Hirschhorn syndrome candidate 1 AA159311
SUMO-1 activating enzyme subunit 2 H11320

*nuclear i part Kinase ALK T87341
hypothetical protein BE0Trest ARdSs0S

interleukin-1 recep iated kinase

1
da'lcmnti& S. isiae AA455786

KIAR108 protein N62619
chromatin assembly factor 1, subunit B p60 AA425120
CAAX box 1 W72

**protein tyrosine phosphatase receptor type, D AAM7501

Ehlers-Danlos syndrome type VI AA476240
5 AA043551

cysteine and glycine- -rich protein 2159334

AT binding cassette suh “family D ALD, member 3 AA234671
desmocollin 2 AA074
hypothetical protein FL 14525 AAd64028

CDK2-associated protein 1 R78607

KIAA1771 protein NST773

KIAAQ173 gene product AAG82815

Homo sapiens cDNA clone IMAGE:3453243 AA459868

protein phosphatase 1, catalytic subunit, beta isoform R26186

acidic leucine-rich nuclear phosphoprotein 32 family, member E AA130595

neighbor of COX4 AA186413

nuclear transport factor 2 N75595

KIAA1691 protein N58487

thymosin, beta 10 AA486085

hypothetical protein FLJ12442 R17469

inositolmyo-or 4-monophosphatase 2 R17337

CGI-04 protein AA056381

**catenin cadherin-associated protein, alpha 1, 102kDa AA026631

pescadillo homolog 1, containing BRCT domain zebrafish R13806

prostaglandin E synthase 2 AA186685

MCM5 minichromosome maintenance deficient 5, cell division cycle 46 S. cerevisiae AA075920
centromere protein E, 312kDa AA402431

y factor 1 AA4
23

centromere pro!eln J AA4521
1 AA424504

domain ini

mitochondrial ribosomal protein L36 AA454962

Homo sapiens cONA clone IMAGE:4448513, partial cds W90323
dependent kinase inhibitor 3 C ic AA284072

5F cranscnpnon factor 1 H61303

solute carrier family 7 cationic amino acid transporter, y+ system, member 5 AA419176

phosphoglycerate kinase 1 AA599187

KIAA0095 gene product AA428939

phosphatidyiserin synthase 1 128084

fuse-binding protein-interacting repressor AA630094

phosphofructokinase, piatelot AAGOB555

BTG family, member 3 N52496

uridine monophosphate kinase W69906

DEAD Asp-Gi-Ala-Asp box polypeptide 21 AA465385

Ruclear autoantigenic sperm protein g AAG44128
chromosome 7 open reading frame 14 AAsomeo
ublquitin specific protease 39 AAS9898
serine ial AA620477
chromosome 10 open reading Same T AAGBEE0
selenophosphate synthetase AA486372
small nuclear ribonucleoprotein polypeptide A’ AA122272
ke AA701929
hepz(oma -derived growth factor high-mokilty group protein 1-like AA453749
peroxiredo:
ATP synthase, H+ ranspomn mitochondrial FO complex, subunit ¢ subunit 9 isoform 3 H47080
mitochondrial ribosomal protein S12 R23752

4 beta AA033947
4 beta AA600214

karyotic translation initation factor 2, subunit 2 beta, 38kDa R93621
cell division eyelo 28

cell division cycle 258 AAd48659

Homo sapiens LOC343673 LOC343673, mRNA H48420

BUB1 budding uninhibited by benzimidazoles 1 homolog yeast AA430092
HBXxAg transactivated protein 1N30185

small nuclear ribonucleoprotein polypeptide C AA253448

ARP3 actin-related protein 3 homolog yeast N34974

cell cycle progression 2 protein AA676387

small nuclear rubonucleopro(aln polypeptide N AA683321

tubulin, alpha 1 testis spe

small nuclear riborucieoprotein e pnlypepnde 16kDa H16255

AAA026682

TEA domain family member 4 W72159
g folyipolygan

i AAA459865
deoxylhymldylale kinase thymidylate Rimate AA54755
mitochondrial carrier homolog 2 C. elegans AA121668
translin AA460927
**small nuclear ribonucleoprotein polypeptide G AA133576
barren homolog Drosophila N54344
AA010188

kinesin family member C1 N69491
€DC28 protein kinase regulatory subunit 18 AA459292
fopoisomerass DNA Il alpha 170kDa AAS0434

IAP
chaperonin containing TCP1, omts epsilon AA629692
ubiquitin carrier protein AA464019

E2F transcription factor 1 AA424949

q enzyme E2C AA4
CDC28 protein kinase regulatory subunit 2 AA292964
CDC28 protein kinase regulatory subunit 2 AA010065
lamin B2 AA456868

1, 75kDa AA458994
MCM6 minichromosome maintenance de'icient 6 MIS5 homolog, S. pombe S. cerevisiae AA663995
M2 A187351

piultary tumor-transforming 1 AA430032
vision cycle 20 homolog S. cerevisiae AA598776

aryopherln alpha 2 RAG cohort 1, importin alpha 1 AAG76460

cell division cycle 2, G1 to S and G2 to

thyraid hormone receptor interactor 13 TAAssored

polo-like kinase Drosophila AA
Titogen-activated protein kinase 13 AA157409
kinesin family member 23 AAd52
centromere protein F, 350/400ka itosin AAT01455
cyclin A2 AA608568
flap structure-specific endonuclease 1 AA620553
v-myb myeloblastosis viral oncogene homolog avian-like 2 AA456878
chromosome 10 open reading frame 3 AA131908
serinelthreonine kinase 6 R11407
trophinin associated protein tastin H04949
“forkhead box M1 AA129!
replication factor C etuato 1 4,37kDa N93924
tissue inhibitor of 1 erythroid iating activity, inhibitor H80214

lin H37989
AA485983

eficient 4 S.
enhancer of zeste homolog 2 Drosophila AA428252
ASF ncing function 1 homolog B S. cerevisiae N72697

glycyl-tRNA synthetase AAG29909
hypothetical protein LOC89958 AA088457
AA480994

**memb iated tyrosine- and th
GTP binding protein 4 H94877
proliferating cell nuclear antigen AA450264
proliferating cell nuclear antigen
small nuclear ribonucleoprotein polypap(ldes B and B1 AAS99116
replication factor C activator 1 4, 37kDa H5475
histone deacetylase 2 AA125908
*Homo saplen similar to GMP synthase i i i i GMP
CHK1 checkpaint homolog S. pombe N53057

PRO2000 proteln Hsez3d
solute carrir famil carrier; adenine member 5 AA404486
eukaryotic translaf fom iation factor 3, subunit 9 eta, 116kDa AA676471
chapemmn containing TGP, subunit 7 éta AAGT6538
SFRS protein kinase 1 AAG30604

nuclear ri in A3 AA496096

ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypeptide 1 AA644234
likely ortholog of mouse gene rich cluster, C9 gene AA663983
chromosome 21 open reading frame 45 cw7za13

ific cdc2-inhibitory kinase AA478066

protein 1
proteasome prosome, macropain 268 subunit, non-ATPass, 12 AA497055
w den: e receptor W78784

WADE mitatie arreat doficent like 1 | yeast pyviincs
nucleoside phosphorylase AA43(
transferrin receptor p90, CD71 N2r330

T54121

nudix nucleoside diphosphate linked moisty X-type motif 1 AA443998

stone family, member X H

coronin, actin binding protein, {C AAa26047

beta 5-tubulin AA427899

adipose differentiation-related protein AA700054

adipose differentiation-related protein AA142916

nuclease sensitive element binding protein 1 pseudogene AA599175

thyroid hormone receptor interactor 8 AA425205

Homo sapiens, clone IMAGE:4337652, mRNA AA425692

lysozyme renal amyloidosis N63943

Chthopsin C AAGAA0EE

interferon, gamma-inducible protein 30 AAG30800

cathepsin L W73874

transporter 1, ATP-binding cassette, sub-family B MDRITAP AA487429

hypothetical protein FLJ20772 AA608716

high mobility group AT-hook 1 AA448261

TAF11 RNA polymerase II, TATA box binding protein TBP-associated factor, 28kDa N92711
Chepatitis delta antigen-interacting protein A N94820

BH3 interacting domain death agonist AA190401

hypothetical protein FLJ10719 AA1886:

chromosome 1 open reading frame 37 AAa26049

EZ2F transcription factor 3 N92519
of outer mi i 40 homolog yeast AA443094
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chromosome condensation 1 AA291398

HSPC163 protein H98963

high-mobility group box 2 AA019203

thymidylate synthetase AA663310

hypothetical protein FLJ14668 AA131526

mitochondrial ribosomal protein L18 AA460847

exportin, IRNA ruclear export recsptor for tRNAS AA194650
RNA-binding region RNP1, RRM contai

v-yes-1Yamaguchi sarcoma viral oncogene homolog S ressor
Sec61 gamma W96106

exportin 5 AA485674

stimulated by retinoic acid 13 AA453750

raf murine sarcoma viral oncogene homolog B1W88S

8700 caleium binding protein A10 annexin Il ligand, calpactin I, light polypeptide p11 AA444051
KIAA1630 protein AA009511
v-myc myelocytomatosis viral oncogene homolog avian AA464600
cellular retinoic acid binding protein 1 AA421217
fadinin 1 797710
mokine C-X3-C motif ligand 1 R66139
CDCa> oftastor protein Rho GTPass binding 1 73234
nuclear factor, interleukin 3 regulated AAG3:
cold shock domain protein A AA455300
prolyl endopeptidase AA664056
outer dense fiber of sperm tails 2 AA400407
HMT1 hnRNP methyltransferase-like 2 S. cerevisiae N55480
metallothionein 1H H77597
interleukin enhancer binding factor 3, 90kDa AA449048
paternally expressed 10 H51765
FXYD domain containing ion transport regulator 3 AA053583
sialyltransferase AA497051
tumor necrosis factor ligand supertamily, member 10 H54628
solute carier family 30 zinc transporter, member 1 AA195463
transcobalamin | vitamin B12 binding protein, R binder family AA155640
P300/CBP-associated factor N74637
Tumor difforentially exprossed 1 H23255
neural precursor cell d gulated 4-like AA486281
necdindike 2 AA412192
glutathione S-transferase M2 muscle AA232327
sscrs!ory leukocyte protease inhibitor antileukoproteinase AAGE3520
zinc finger protein 36, C3H type-like 2 AA480880
glutathione S-transferase M4 AA4865 70,
glutathione S-transferase M2 muscle AA2!
eneral transcription factor IIH, polypepude z iakDa H7305
fibromodulin AA485748
ike growth factor 2 in A N74623
LiM domam binding 2 H73914
SPA mast9, hevin AA490471
PRo1o73 pro(am Hg8540
ike growth factor 1 receptor H13095
cyclin D1 PRAD parathyroid adenomatosis 1 AA487486
solute carrier family 40 iron-regulated transporter, member 1 AA056733
UDP-N-acetyl-alpha-D- 10 GalNAC-T10 T51229
Siah-interacting proteln T51290

adipose speclflc By
ubiquitin-activating enzyme E1-like H96834
Homo sapiens mRNA; cDNA DKFZp6BELO1105 from clone DKFZp686L01105 AA400234
B-factor, properdin H80257
B-factor, properdin AA401441
chromosome 5 open reading frame 3774768
glutamate receptor, ionotropic, AMPA 2 AA121212
angiotensin Il receptor, type 1
y associated phosphopro!sln 1R01170
hypothetical protein FLJ13322 W42736
protein (ymslne phosphatass, receptor type, N polypeptide 2 AA464590
regulator of G-protein signalling 5
Tegulator of G-protein signalling 5
ot o HIEN <DNA 11 10005C08. gene wsz2aa0
fucosidase, alpha.L- 1, tissue N95761
se, alpha, class 1C, member 1 AA427619
ucin 1, transmembrane AA486365
N27731
signaltransducer and activator of transcription 6, interleukin-4 induced 72202
selenium binding pro
sodium channel, ncnvol(age gated 1 alpha AA458982
KIAA1025 protein T72613
solute carrier family 7 cationic amino acid transporter, y+ system, member 2 AA417651
ALL1 fused gene from 531 R60193
HMBA-inducible W68584
HMBA-inducible N21081

inhibitor H64884

Homo sapiens clone TCCCTA00151 mRNA sequence AA418564

inositol polyphosphate-d- phosphatase ,type Il, 105kDa R86720

irefoi factor 1 breast cancer, in R83377
peats ke domains 1 AA159578

seven in absentia humulog 2 Dmsophlla ‘AR029041

ribokinase T69020

protease, serine, 23 AA431796

vav 3 oncogene W91879

T55728

Ansoaz2
g nexin 1 AA448920
B lymphoma Mo MLV insertion region mouse T87514
B lymphoma Mo-| region mouse AA478036
praja 2, RING-H2 ot comammg 'AA142966
epoxide hydrolase 2, cytoplasmic R73524
pericentriolar material 1 AA164439
acid idase 1 AAB64155

kinesin family member 138 W86465
like 1 AA454718

complement component 3b/4b recepor 1-like T66623

gell cycle progression 8 protein T7

isovaleryl Coenzyme A del ydrogenase AAd64149

cytochrome b reductase 1 AA150422

programmed cell death 6 interacting protein AA156791

butyrate-induced transcript 1 AA679177

AA701655

basic transcription factor 3 R82957

B-cell CLL/lymphoma 2 W61100

acyl- A
“*hypothetical protein FLJ11280 N54608
fructose-1,6-bisphosphatase 1 AA699427
J domain containing protein 1795267
Homo sapiens, clone IMAGE:6196142, mRNA R33004
rabaptin, RAB GTPase binding effector protein 1 AA428477
solute carrier family 39 metal ion transporter, member 6 H29315
trefoil factor 3 intestinal N74131
GATA binding protein 3 R31441
R31441

3 H72474

X-box binding protein 1 W90128

T74639
1 Y i R91802
N 1 i T67128
Homo sapiens, clone IMAGE 5405159, mRNA H11003
estrogen receptor 1 AA291
transcription elongation Tactor A Siklike 1 AA451969
similar to RIKEN cDNA 1810055D05 N35341
hypothetical protein DKFZp434L142 N95180
hypothetical protein LOC255743 AR029348
beta

chain H95792

AA487914

*“myocardin-related transcription factor B AA151572

MYST histone acetyltransferase monocytic leukemia 4 AA057313
LPS-responsive vesicle trafficking, beach and anchor containing AA041400
hypothetical protein FLJ14001 N63001

DIP13 beta R77239

chromosome 14 open reading frame 45 AA460298

target of mybf-like 2 chicken

hypoth

hypothetical protein FLJ20366 T61269
hypothetical protein LOC201229 W92795
DnaJ Hspd0 homolog, subfamily C, member 1 AA448927
BTG family, member 2 H
testis enhanced gene transcnpt BAX inhibitor 1 AA629591
complement component 7 AA59
cystatin C amyloid angiopathy and cerebral hemorrhage AA599177
echinoderm microtubule associated protein like 2 R27580
KIRAD303 protein AA416848
Homo saplens mRNA; GDNA DKFZp762M127 from clone DKFZp762M127 W93688
PHD finger protein 15 AA4547.
protein kinase cAMP- aepenuem catalytic inhibitor beta AADD4415
ribonuclease, RNase A family, 4 7601
retinoic acid receptor responder favavotene induced 3 WA7350
solute carrier family 22 organic cation transporter, member 1-like AA405116
cathepsin O H70866

chemokine C-X3-C motif receptor 1 NS1278
plasminogen activator, tissue AA44779

chromosome 1 open reading frame 21 AAGT6234
FLJ00133 protein W58343

hemoglobin, alpha 2 AA027832

thrombomodulin H59861

flavin containing monooxygenase 5 H52001

cytoplasmic FMR1 interacting protein 2 H12043
hypothetical protein PRO1331 H09818

aldehyde dehydrogenase 3 family, member A2 AA633569
KIAA0373 gene product AA629033

ubiquitin protein ligase E3 component n-recognin 1 H90576
N-ethylmaleimide-sensitive factor HO7488

target of myb1-like 2 chicken H09106

hypothetical protein DKFZp434G2311 H15409
autism susceptibility candidate 2 AA702350

ty toggqoteln ref:NP_060312.1 H.sapiens hypothetical protein FLJ20489 [Homo sapiens] W85890

9
Homo saplens cDNA FLJ35853 fis, clone TESTI2007078, highly similar to MEMBRANE COMPONENT, CHROMOSOME 17, SURFACE MARKER 2. AA676470

LOC345315, mRNA N59764

sema domain, seven thrombospondin repeats type 1 and type 1-like, transmembrane domain TM and short cytoplasmic domain, semaphorin 5A AA436152
6

Usary et al.

Homo sapiens transcribed sequencs with modarate similarity o protein ref:NP_071431.1 H.sapiens cytokine receptor-like factor 2; cytokine receptor CRL2 precusor [Homo sapiens] AA148783
ADH 1 bet: 428058

Homo sapiens transcribed sequence with moderate similarity to protein sp:P55289 H.sapiens CADC_HUMAN Brain-cadherin precursor BR-cadherin Cadherin-12 N-cadherin 2 Cadherin, neural type, 2 N74018



