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tubulin alpha 6 D28390

U6 snRNA-associated Sm-like protein NM_012322

cyclin A2 NM_001237

Homo sapiens ubiquitin-like fusion protein AF311324
HSPC150 NM_014176

protein regulator of cytokinesis 1 NM_003981

MAD2 mitotic arrest deficient-like 1 yeast NM_002358
NIMA never in mitosis gene a-related kinase 2 NM_002497
KIAA0101 gene product NM_014736

AA430744

squalene epoxidase NM_003129

squalene epoxidase R01118

enhancer of zeste, homolog 2 AF038183

KH domain containing, RNA binding NM_006559

cell division cycle 2, G1to S and G2 to M NM_001786
chromosome 20 ORF 1 NM_012112

hypothetical protein NM_018122

ribonucleotide reductase M2 polypeptide AA187351
ribonucleotide reductase M2 polypeptide AA187351
ribonucleotide reductase M2 polypeptide NM_001034
MCM2 minichromosome maintenance deficient 2 NM_004526
MCM4 minichromosome maintenance deficient 4 X74794
ubiquitin-conjugating enzyme E2C NM_007019

pituitary tumor-transforming 1 AA430032

pituitary tumor-transforming 1 AA430032

coagulation factor XIl Hageman factor NM_000505

ubiquitin carrier protein NM_014501

chromosome 1 ORF 2 NM_006589

ZW10 interactor NM_007057

Homo sapiens cDNA AK025522

MCM4 minichromosome maintenance deficient 4 AA488610
hypothetical protein AK022845

RecQ protein-like 4 NM_004260

antigen identified by monoclonal antibody Ki-67 NM_002417
chromosome 20 ORF 1 NM_012112

polo-like kinase Drosophila AA629262

ubiquitin-conjugating enzyme E2C NM_007019
chromosome 20 ORF 1 AB024704

topoisomerase DNA Il alpha 170kD NM_001067

cyclin B1 M25753

serine/threonine kinase 6 R11407

KIAA0321 protein AB002319

Homo sapiens mMRNA AA056377

D28450

G protein-coupled receptor 56 NM_005682

U44954

hypothetical protein NM_016399

emopamil binding protein NM_006579

chromosome 11 hypothetical protein ORF3 NM_020154
M24749

EPS8-related protein 2 AK025588

ferredoxin reductase NM_004110

ninjurin 1 NM_004148

prostate differentiation factor NM_004864

chitinase 3-like 1 cartilage glycoprotein-39 AA434048
cyclin-dependent kinase inhibitor 1A p21 NM_000389
cyclin-dependent kinase inhibitor 1A p21 NM_000389
cyclin-dependent kinase inhibitor 1A p21 U03106
insulin-degrading enzyme NM_004969

hypothetical protein AK022546

BTG family, member 2 NM_006763

xeroderma pigmentosum Il NM_004628

KIAA0284 protein AB006622

F-box and WD-40 domain protein 7 NM_018315
prosaposin JO3077

KIAA0700 protein AB014600

dystrophia myotonica-protein kinase NM_004409
stratifin NM_006142

interferon, gamma-inducible protein 30 NM_006332
interleukin 1, alpha NM_000575

interferon, gamma-inducible protein 30 AA630800
carboxylesterase 2 NM_003869

adipose specific 2 AA478298

adipose specific 2 NM_006829
DNA-damage-inducible gene, GADD45A NM_001924
chromosome 6 ORF37 NM_017633

radical fringe AF038196

epoxide hydrolase NM_000120




