
nuclear factor I/B W87528 
papillomavirus regulatory factor PRF-1 NM_018660 
integrin, beta 4 NM_000213 
collagen, type XII, alpha 1 NM_004370 
Homo sapiens mRNA; cDNA DKFZp564C1563 from clone DKFZp564C1563 AK000745 
prostaglandin-endoperoxide synthase 2 prostaglandin G/H synthase and cyclooxygenase NM_000963 
sarcoglycan, epsilon AF036364 
Homo sapiens mRNA; cDNA DKFZp564N1063 from clone DKFZp564N1063 AK025071 
lectin, mannose-binding, 1 NM_005570 
integral membrane protein 1 NM_002219 
core promoter element binding protein NM_001300 
platelet derived growth factor C NM_016205 
ATPase, Ca++ transporting, plasma membrane 1 NM_001682 
hypothetical protein DKFZp586F2423 AL080209 
FK506 binding protein 5 NM_004117 
signal recognition particle 72kD NM_006947 
arginyl-tRNA synthetase NM_002887 
AL110170 
D17289 
ribosomal protein L10a NM_007104 
dihydropyrimidine dehydrogenase NM_000110 
vimentin NM_003380 
Z36819 
protein kinase C, nu NM_005813 
AF116620 
profilin 2 NM_002628 
Homo sapiens hypothetical protein mRNA, complete cds AL137663 
NCK-associated protein 1 NM_013436 
RAB, member of RAS oncogene family-like 4 NM_006860 
endothelial differentiation-related factor 1 AB002282 
GCN5 general control of amino-acid synthesis 5-like 1 yeast NM_001487 
PRP31 pre-mRNA processing factor 31 homolog yeast NM_015629 
keratin, hair, basic, 5 NM_002283 
proteasome prosome, macropain activator subunit 1 PA28 alpha NM_006263 
AK024699 
ATPase inhibitor precursor NM_016311 
LIM homeobox protein 6 NM_014368 
staufen, RNA binding protein Drosophila NM_017453 
lysosomal-associated membrane protein 1 H28973 
transforming growth factor, beta-induced, 68kD AA633901 
transforming growth factor, beta-induced, 68kD NM_000358 
electron-transfer-flavoprotein, beta polypeptide T62040 
glutathione S-transferase pi NM_000852 
emopamil binding protein sterol isomerase NM_006579 
similar to APOBEC1 AF165520 
myeloid leukemia factor 2 NM_005439 
guanine nucleotide binding protein G protein, alpha inhibiting activity polypeptide 1 NM_002069 
signal sequence receptor, delta translocon-associated protein delta NM_006280 
X97303 
sorting nexin 3 NM_003795 
transforming growth factor beta-stimulated protein TSC-22 AA664389 
AL110185 
ADP-ribosylation factor-like 3 NM_004311 
TH1-like Drosophila NM_016397 
purine-rich element binding protein G NM_013357 
cyclin D1 PRAD1: parathyroid adenomatosis 1 NM_001758 
destrin actin depolymerizing factor NM_006870 
CCR4-NOT transcription complex, subunit 7 NM_005174 
vesicle-associated membrane protein 4 NM_003762 
SH3 domain binding glutamic acid-rich protein like 3 AF304163 
Mad4 homolog NM_006454 
S100 calcium binding protein A8 calgranulin A AA086471 
tissue inhibitor of metalloproteinase 3 Sorsby fundus dystrophy, pseudoinflammatory AA428406 
glypican 1 NM_002081 
ATPase, H+ transporting, lysosomal 21kD, V0 subunit c AA457717 
EphA2 NM_004431 
lung cancer candidate NM_007275 
S100 calcium binding protein A2 AA458884 
prostate differentiation factor NM_004864 
similar to glucosamine-6-sulfatases AB033073 
ephrin-B1 NM_004429 
ribonucleotide reductase M2 B TP53 inducible AB036063 
AD036 protein N95180 
platelet-derived growth factor alpha polypeptide NM_002607 
LIV-1 protein, estrogen regulated NM_012319 
aldo-keto reductase family 1, member C1 dihydrodiol dehydrogenase 1; 20-alpha 3-alpha-hydroxysteroid dehydrogenase NM_001353 
MAX interacting protein 1 NM_005962 
hypothetical protein FLJ20296 NM_017750 
heparan sulfate proteoglycan 2 perlecan NM_005529 
collagen, type VII, alpha 1 epidermolysis bullosa, dystrophic, dominant and recessive NM_000094 
v-Ha-ras Harvey rat sarcoma viral oncogene homolog NM_005343 
troponin I, skeletal, fast NM_003282 
keratin 15 NM_002275 
keratin 15 NM_002275 
inhibitor of DNA binding 3, dominant negative helix-loop-helix protein X69111 
Homo sapiens cDNA FLJ10174 fis, clone HEMBA1003959 AK001036 
DKFZP564K247 protein NM_014056 
Splicing factor, arginine/serine-rich, 46kD AK023379 
KIAA0284 protein AB006622 
AF086045 
cyclin-dependent kinase inhibitor 1A p21, Cip1 U03106 
chitinase 3-like 1 cartilage glycoprotein-39 AA434048 
cyclin-dependent kinase inhibitor 1A p21, Cip1 NM_000389 
chromosome 16 open reading frame 5 NM_013399 
ferredoxin reductase NM_004110 
EPS8-related protein 2 AK025588 
glutathione S-transferase pi R33642 
cystatin C amyloid angiopathy and cerebral hemorrhage AA599177 
chromosome 7 open reading frame 10 AK021870 
G protein-coupled receptor kinase-interactor 1 NM_014030 
cystatin C amyloid angiopathy and cerebral hemorrhage AA599177 
quinone oxidoreductase homolog NM_004881 
M24749 
cytokine-inducible kinase NM_004073 
adipose specific 2 AA478298 
adipose specific 2 NM_006829 
liver mitochondrial glutaminase NM_013267 
cyclin-dependent kinase inhibitor 1A p21, Cip1 NM_000389 
secretory leukocyte protease inhibitor antileukoproteinase AA026264 
inositol polyphosphate-5-phosphatase, 145kD NM_005541 
Homo sapiens clone CDABP0014 mRNA sequence AY007121 
Z36796 
chromosome 20 open reading frame 3 AB033767 
AA600214,AL136942 
KIAA1391 protein AB037812 
protein kinase, DNA-activated, catalytic polypeptide NM_006904 
CTP synthase NM_001905 

1:1 >1.5>1.5>3

relative to control expression
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Supplemental Materials Figure 2 Troester et al.


